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Cohort- retinal diseases RNA editing
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Test ADAR on KI mice models
/ as a novel therapy
Statistical analysis for the identification of
Genetic and environmental modifiers
Outcomes:

1. Clinical and genetic characterization of patients with retinal diseases

2. Identification of modifier genes and gene-environment interactions

3. Developing of cell lines and mouse models for retinal diseases.

4. Developing a novel therapeutic modality for retinal disease by RNA editing



